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100 hromosoms 20 gens, truncation selection, one point

crossover
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1000 hromosoms 50 gens, truncation selection, one point

crossover
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100 hromosoms 20 gens, probobility gen =1 20%
trancation selection, one point crossover, mutation with
probobility 1/20.
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100 hromosoms 20 gens, probobility gen =1 20%

trancation selection, one point crossover.
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1000 hromosoms 50 gens, probobility gen =1
20%
trancation selection, one point crossover.
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1000 hromosoms 50 gens, probobility gen =1
10%
trancation selection, one point crossover,
mutation with probobility 1/50.
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1000 hromosoms 50 gens, probobility gen =1
10%
trancation selection, two point crossover,
mutation with probobility 1/50.
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1000 hromosoms 50 gens, probobility gen =1
10%
trancation selection, two point crossover.
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1000 hromosoms 50 gens, probobility gen =1
5%
trancation selection, two point crossover,
mutation with probobility 10%.
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